Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.004 Å; R factor = 0.061; wR factor = 0.187; data-to-parameter ratio = 13.5.
In the title compound, C 24 H 26 N 4 O 3 , the pyrazolo[1,5-a]-pyridine ring system makes dihedral angles of 38.130 (3) and 30.120 (3) , respectively, with the isoxazole and phenyl rings. In the crystal, two molecules are linked by a pair of C-HÁ Á ÁN hydrogen bonds, forming a centrosymmetric dimer. A weak intramolecular C-HÁ Á ÁO interaction is also present.
Related literature
For the bioactivity of pyrazolo [1,5-a] Table 1 Hydrogen-bond geometry (Å , ). Johns et al., 2005; Lanig et al., 2001) . Thus, it is necessary to further widen the system of application of heterocycle compounds. Recently, an interesting intramolecular condensation of α,β-unsaturated esters with aldehydes has been discovered, leading to a series of pyrazolo [1,5-a] pyridines under mild conditions (Ge et al., 2009) . Moreover, it is well known that many compounds with isoxazole core show potent antitumor activities (Lee et al., 2009) . It is therefore worth trying to incorporate isoxazole core into pyrazolo[1,5-a]pyridine scaffold to improve the biological activity (Meng et al., 2010) . Herein, a novel heterocycle compound has been obtained and its molecular structure is depicted (Fig. 1 ).
Experimental
To a solution of ethyl 3-{5-[(methylsulfonyloxy)methyl]isoxazol-3-yl}-2-phenyl H-pyrazolo [1,5-a] pyridine-5-carboxylate (Meng et al., 2010) (0.33 g, 0.75 mmol) in THF (20 ml) was added diethylamine (0.22 ml, 2.25 mmol). The mixture was stirred for 12 h. Water and dichloromethane were added in turn and stirred, and layers were separated. The aqueous layer was back-extracted with dichloromethane. The combined organics were washed with brine, dried over sodium sulfate, filtered and concentrated. The residue was purified by column chromatography (yield 89%). The crystals of (I) were obtained from a hexane-ethyl acetate-dichloromethane (3:1:1, v/v/v) solution by slow evaporation at room temperature (m.p. 363-364 K).
Refinement
H atoms were refined using a riding model, with C-H = 0.93-0.97 Å, and with U iso (H) = 1.2U eq (C) or 1.5U eq (methyl C).
In addition, a rigid-body restraint 'DELU' was applied for atoms C21 and C22. Figures   Fig. 1 . A view of the title compound, with the atom-labelling scheme. Displacement ellipsoids are drawn at the 50% probability level. 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. 
